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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Scheme Clinical Chemistry, blood 2023.4
Period October 1, 2023 - December 31, 2023
Report for
Subscriptions | 111

Supervision and
report authorisation

dr. H. van der Vuurst (Codrdinator)
reachable at office@skml.nl

Reference

MUSE manual and Analyte specifications

On the SKML website you will find the MUSE manual and an overview of all
analytes of all schemes. For each analyte the overview shows the source of the
target value, the tolerance and what it is based on. The type of material and the
specification of the commutability, homogeneity and stability have been included
as well. Older versions of these documents are available upon request.

This scheme falls within the scope of accreditation of the SKML according to ISO/IEC 17043:2010 with registration number R023 at the Dutch
Accreditation Council. Outsourced activities: sample preparation. Confidentiality and contact details: see GT&C or Contact at www.skml.nl.


http://www.skml.nl/muse-manual.pdf
http://www.skml.nl/skml-analyte-specifications.xlsx
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Unit Trueness Precision Performance
Analyte your mean ref. cons. SDbl your SD SDwl cumulative PSc
Iron umol/L 38.7 39.0 1.2 0.7 0.7
Glucose mmol/L 10.66 10.45 1064 0.25 0.20 0.18
Sodium mmol/L 142.5 143.2 1421 15 1.5 1.0
Potassium mmol/L 494 487 489 0.07 0.04 0.05
Lithium mmol/L 1.287 1.308 1.286 0.036 0.043 0.035
Chloride mmol/L 108.3 110.0 108.2 2.6 0.7 0.9
Osmolality mosm/kg 306.3 305.6 4.8 2.8 24
Creatinine umol/L 155.9 155.5 156.3 3.4 2.0 24
eGFR (F, 55, white) mL/min/{1.73_m2} 347 349 347 1.9 0.9 1.3
Urea mmol/L 11.12 11.07 0.39 0.21 0.24
Calcium mmol/L 2.348 2.354 2.361 0.051 0.037 0.031
Corrected Calcium mmol/L 2.15 217 0.09 0.04 0.04
Magnesium mmol/L 1.200 1.172 1.194 0.042 0.031 0.023
Inorg. Phosphate mmol/L 1.639 1.648 0.040 0.032 0.023
Ammonia umol/L 225 229 9 10 6
Urate umol/L 342 352 350 11 11 7
Total Protein g/L 68.3 70.2 68.8 1.5 1.1 1.0
Albumin g/L 49.2 492 487 14 1.1 0.9
CK u/L 262 255 256 8 4 4
LD u/L 464 452 451 28 17 14
ASAT u/L 819 796 819 2.9 2.2 1.7
ALAT U/L 78.7 760 77.8 4.4 1.8 1.8
Alk. Phosphatase u/L 222 221 223 9 3 5
Gamma-GT u/L 68.6 66.9 69.0 2.5 14 1.6
Bilirubin umol/L 279 289 276 2.0 0.8 0.8
Bilirubin direct umol/L 7.5 7.7 1.3 0.4 0.5
Amylase u/L 164 173 164 7 3 3
Lipase u/L 33.0 33.9 21 0.7 1.3
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Iron units : umol/L
18 2023.4 cumulative
154 Trueness -0.78% -0.10%
] Precision 1.3% 1.6%
12
1 Number 6 24
] Outliers 0 0
o] Sigma-TE 60 B 60 B
33 Sigma-SA 46 45
g ] - 70 g 2 g |] Score pictogram [ 3] | Eall
5 0 {B}—{ D} 0 o o [/ [
g ] = e - Regression line | 0.0 + 0.993.x 0.0 +1.000.x
5 '3_._\U\U\ Consensus group | Colorimetrisch
-6—: Method | Roche
o] Analyser | Roche cobas c501, c502
] Your factor | 0+ 1.000.x
2] Method factor | 0 + 1.000.x
5]
18]
L T 1 1 1 L I D
75 15.0 225 30.0 37.5 45.0 52.5 60.0 67.5 75.0
umol/L
2023.4 A 2023.4B 2023.4 C 2023.4D
o o ]
] o] e .
20 g 20] 30
o o o f::
1 kB . ke - ;
cons. meth. ALTM lab cons. meth. ALTM lab | cons. meth. ALTM lab cons. meth. ALTM lab
40.0 39 mean 25.0 25 mean 50.0 49 30.0 30.1| 30.0 30
1.5 SD 0.7 SD 1.5 0.7 0.5 0.7
154 n 156 n 154 155 103 | 155
1 no 4 no 5 2 0 2
98% rec. 100% rec. 98% 100% 100% 100%
20234 E 20234 F
70 B
40
o = = ﬂ =
7 8 910 12 14 1summ18 20 22 24 26 27 <59 61 63 65 67 migm 7 73 75 7 79
cons. meth. ALTM  lab cons. meth. ALTM  lab
mean 17.0 17.3| 17.0 17 mean 69.0 69.2| 69.0 69
SD 07 05 07 SD 1.5 1.1 15
n 151 101 | 151 n 153 101 | 153
no 2 2 2 no 6 2 6
rec. 100% 98% 100% rec. 100% 100% 100%
Legend
DRoche |.Siemens Atellica |!Beckman Coulter AU | |!Abbott | |!Siemens Advia
.Ortho | |.Siemens Dimension
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Glucose units : mmol/L
3.0+ 2023.4 cumulative
] Trueness +2.0% +2.9%
Precision 1.9% 1.7%
Number 6 24
Outliers 0 0
Sigma-TE 54 @ 51 @
Sigma-SA 3.4 3.2
score pictogrem | IO | (DO
g Regression line | 0.28 + 0.993.x 0.00 + 1.026.x
o
2

Consensus group | Hexokinase, Glucoseoxidase en Glucosedehydrogena
Method | Roche
Analyser | Roche cobas c702

Your factor | 0.0 + 1.000.x
Method factor | 0.0 + 1.001.x

2023.4 A 2023.4 B 20234 C 2023.4D

80 55-] 65
40 10: 50 60
‘5- i ‘ll wj 20- -1 i: e e ~an === NN
i \ m; :
o] m" I ‘!-- = Z:] = ::
cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean || 10.00 10.01 | 9.75 10.2 3.80 3.84 3.72 3.9 mean || 14.20 14.27 13.96 14.3 mean 590 591 573 58
sb 0.15 0.18 0.15 0.07 SD 0.30 0.26 SD 0.15 0.1
n 194 130 195 130 n 194 130 n 195 130
no 10 6 2 2 no 4 4 no 0 0
rec. 102% 102% |105% 103% 102% 105% rec. 101% 100% 102% rec. 98% 98% 101%
20234 E 20234 F
e ]
50 304
20 4
T ]
<48 50 52 654 56 mi;?ll 60 62 64 66 68 <20.0 206 21.0 214 21.'§m”'{2,2 226 230 234 238
cons. meth. ref. lab cons. meth. ref. lab
mean 580 5.85 574 6.0 mean 22.29 122.00 22.0
SD 0.15 SD
n 191 n
no 3 no
rec. 103% 105% rec. 100%
Legend
D Roche | . Siemens Atellica |! Beckman Coulter AU | | . Abbott . Siemens Advia

. Siemens Dimension | | . Beckman Coulter DxC . Other methods | . Ortho
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| Sodium units : mmol/L
5 2023.4 cumulative
Trueness -0.52% -0.13%
Precision 0.90% 1.1%
Number 6 24
Outliers 0 0
Sigma-TE 0.4 0.5
Sigma-SA 34 W 35 [l
3 Score pictogram E=Neill = 0]
§ Regression line | -11.0 + 1.072.x 0.0 + 0.999.x
o
5 Consensus group | ISE
Method | Roche
Analyser | Roche ISE cobas 8000
Your factor | 0+ 1.000.x
Method factor | 0 + 1.000.x
-6
T T T T T T T T T T T T T T T
120 125 130 135 14r?mol/ 145 150 155 160 165
2023.4 A 2023.4 B 2023.4C 2023.4D
70 eo: 60 60
60— 50: 50 50
50 4 ol o
20 205 20 20|
10 10 10 10
=, Q:ZI = = =

<135 137 139 141 143 145 147 149 151 153 155
mmollL

cons. meth.

ref. lab

<150 152 154 156 158 160
mmollL

meth.

162 164 166 168 170

ref.

<126 128 130 132 134 136 138 140 142 144 2146
mmollL

145 147 149 151 153 155 157 159 161 163 165
mmoilL

| cons. lab cons. meth. ref. lab cons. meth. ref. lab
mean || 146.0 146.2 147.5 149 mean || 160.0 160.4 161.5 162 mean || 137.0 136.7 |137.8 136 mean || 156.0 155.8 |156.8 157
sD 15 1.0 SD 1.5 13 SD 15 1.0 SD 1.5 1.2
n 189 125 n 190 125 n 189 125 n 190 125
no 2 2 no 8 6 no 3 3 no 3 2
rec. 102% 102% 101% rec. 101% 101% 100% rec. 99% 100% | 99% rec. 101% 101% 100%
2023.4 E 20234 F
Sﬂ: 60
45: 45
= = ;
<130 132 134 136 138 ml:gl 142 144 146 148 150 <108 110 112 114 116 ml‘tﬁ 120 122 124 126 128
ref. lab cons. meth. ref. lab
mean || 141.0 140.8 |142.1 140 mean || 118.0 118.3 |119.1 117
sD 1.5 1.1 SD
n 186 123 n
no 4 3 no
rec. 99% 99% @ 99% rec. 98%
Legend
DRoche |.Siemens Atellica |.Beckman Coulter AU .Abbott | .SiemensAdvia
|!Siemens Dimension | |.Beckman Coulter DxC |.0rtho
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Potassium units : mmol/L
2023.4 cumulative
Trueness +1.3% +1.3%
Precision 0.56% 0.88%
Number 6 24
Outliers 0 0
Sigma-TE 45 B 45 @
Sigma-SA 4.0 4.0
score pictogrem | [ | (B
E Regression line | -0.13 + 1.041.x 0.00 + 1.014.x
o
5 Consensus group | ISE
Method | Roche
Analyser | Roche ISE cobas 8000
Your factor | 0.0 + 1.000.x
047 Method factor | 0.1 + 1.000.x
-0.5—
B L S L S N E S IR DR
3.2 3.6 4.0 4.4 4r;;v8‘oVL 5.2 5.6 6.0 6.4 6.8
2023.4 A 2023.4B 2023.4 C 2023.4 D
00 100j 120 180
70 ao{ 90— 140:
30 :ZE “7 60
20 204 ] 40|
0-54=I.3I A!S T 4!7 T 4!9 T 5.1 5.3 55 T 5!7 T 5!9 T 6!1 T 6!3 o:z 56 58 6.0 6.2 6.4 6.6 6.8 7.0 72 7.4 - 35 37 TA.I 43 45 47 49 5.1 53 :5 . IO I| 5 Cli 1 I5‘?"7 IE é 1I 1'2 1'4 T IIS IIB T 2'0
cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean 530 5.341/5310 54 6.40 6.40 6.352 6.5 mean 460 4.62 4584 4.6 mean 6.00 6.05 6.005 6.1
SD 0.09 0.06 0.07 0.07 SD 0.06 0.04 SD 0.07 0.06
n 189 125 190 125 n 189 125 n 190 125
no 2 2 5 4 no 3 3 no 1 0
rec. 102% 101% 102% 102% 101% 102% rec. 100% 100% |100% rec. 102% 101% 102%
20234 E 20234 F
| n :z M
D-:.B 35 3.7 39 41 m:Q:\ilL 45 47 49 5.1 53 ’ <22 24 26 28 3.0 ms\.u?/L 3.4 36 38 4.0 42
cons. meth. ref. lab cons. meth. ref. lab
mean 430 4.32|4.249 43 mean 3.20 3.23 3.195 3.2
sD 0.06 SD 0.05
n 186 n 188
no 2 no 2
rec. 100% 101% rec. 100% 100%
Legend
DRoche |.Siemens Atellica |.Beckman Coulter AU .Abbott | .SiemensAdvia

. Siemens Dimension | | . Beckman Coulter DxC | . Ortho
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Lithium units : mmol/L
2023.4 cumulative
Trueness -1.6% -0.73%
Precision 3.1% 3.1%
Number 4 18
Outliers 0 0
Sigma-TE 33l 33 {
Sigma-SA 3.1 3.1
3 Score pictogram =g E=em]
g Regression line | 0.000 + 0.970.x 0.079 + 0.937.x
o
5 Consensus group | Colorimetrie en ISE
Method | Roche
Analyser | Roche cobas c501, c502
Your factor | 0.00 + 1.000.x
Method factor | 0.00 + 1.001.x
T T T T T T T T T T T T T
0.0 0.3 0.6 0.9 1.2 nlb?/L 1.8 21 24 27
20234 A 2023.4 B 20234 C 2023.4D

Ja = O . [ I =
<0.66 072 076 080 084 088 092 096 100 1.04 <0.00 0.03 005 0.07 009 011 0.13 D.QS 0.17 0.19 <1.18 124 128 132 136 140 144 148 152 156 019 021 023 025 027 029 031 033 035 037 20.39
cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean || 0.840 0.843 | 0.83 0.83 mean || 0.040 0.034 | 0.00 <0.15 mean | 1.400 1.393 | 1.40 1.46 mean || 0.300 0.294 | 0.28 0.29
sb 0.030 0.029 SD 0.030 0.023 SD 0.044 0.045 SD 0.030 0.026
n 79 55 n 39 30 n 79 55 n 79 55
no 4 3 no 1 1 no 3 2 no 5 2
rec. 99% 98% [100% rec. rec. 104% 105% |104% rec. 97% 99% |[104%
2023.4 E 20234 F
. 0.0 T !2 T 0!4 T 0!5 T 0?8 Imlloml 1!2 T 1!4 T 1!6 T 1!8 T 2!0 211 217 223 229 2.35""“2';?1 247 253 259 265
cons. meth. ref. lab cons. meth. ref. lab
mean || 0.020 0.030 0 <0.15 mean 2.50 2.37
sD 0.030 0.027 sD
n 28 23 n
no 1 0 no
rec. rec. 95%
Legend
DRoche |.Siemens Atellica |!Beckman Coulter AU ||!Abbott | .Ortho
. Other methods | . Beckman Coulter DxC
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Chloride units : mmol/L
2023.4 cumulative
Trueness -1.6% -1.3%
Precision 0.44% 0.66%
Number 6 24
Outliers 0 0
Sigma-TE 0.4 0.9
Sigma-SA 59 B 60 B
3 Score pictogram =il (=3
g Regression line | -4.7 + 1.027.x 0.0 + 0.987.x
o
5 Consensus group | ISE
Method | Roche
Analyser | Roche ISE cobas 8000
Your factor | 2 +1.000.x
Method factor | 1+ 1.004.x
T T T T T T T T T T T T T T T T T T T
85 90 95 100 105 m‘II/EO 115 120 125 130
20234 A 2023.4 B 20234 C 2023.4D
401 367 —  wm |
36 32: “] 32+
32+ 26 ] 28
28 24: 307 24
K ] . K
o [ ] 0::' 0 0

<102 104 106 108 110 112 114 116 118 120 122
mmollL

cons. meth. ref. lab

<113 115 117 119 121 123 125 127 129 131 133
mmollL

| cons. meth. ref. lab

<94 96 98 100 102 104 106 108 110 112 2114
mmollL

M1 113 115 117 119 121 123 125 127 129 131
mmollL

cons. meth. ref. lab cons. meth. ref. lab

mean || 112.0 111.2 |[114.2 113 mean || 124.0 123.5 |126.5 125 mean || 104.0 103.0 105.7 103 mean || 120.0 119.4 1224 121
sD 30 19 SD 3.0 22 SD 30 16 SD 1.5 17

n 187 124 n 188 124 n 187 124 n 188 124

no 2 2 no 2 2 no 3 3 no 4 3

rec. 101% 102% | 99% rec. 101% 101% | 99% rec. 99% 100% | 97% rec. 101% 101% | 99%

20234 E 20234 F

354

30

25+ [

20+

| -ul“‘l [ N
<94 9% 98 100 102 mlml 106 108 110 112 114 .38
cons. meth. ref. lab cons. meth. ref. lab

mean || 106.0 105.2 |107.1 106 mean 88.0 86.7 89.3 87

sD 1.5 1.6 sb 3.0 1.7

n 183 122 n 186 122

no 4 4 no 2 2

rec. 100% 101% | 99% rec. 99% 100% @ 97%
Legend

D Roche | . Siemens Atellica | . Beckman Coulter AU . Abbott | . Siemens Advia
|! Siemens Dimension | | . Beckman Coulter DxC |. Ortho
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Osmolality

units : mosm/kg

2023.4 cumulative
241 Trueness +0.23% +0.30%
o Precision 1.0% 0.93%
- Number 6 24
] Outliers 0 1
12 Sigma-TE 1.7 1.4
N H Sigma-SA 45 @ 43 [l
g H L, o Score pictogram [ & [ =
g L ] Lo
g | |':J| o r||:| e E o Regression line | 0.0 + 1.002.x 0.0 + 1.003.x
5 ° = IETH ; c Consensus group | Vriespuntsverlaging
4 — S o Method | Advance Instruments
o H Analyser | Advanced Instr.Micro-osmometer
1 Your factor | 0+ 1.000.x
"2'_ H_\ Method factor | 0 + 1.000.x
-16—
T A e A Ak do B e de
mosmikg
2023.4 A 2023.4 B 2023.4C 2023.4D

304 308 312 316 2320

O

<294 208 302 306 310 314 318 322 326 330 334
mosmikg

N
<318 322 326 330 334 338 342 346 350 354 2358
mosmikg

<280 284 288 292 296 300 314 318 322 326 330 334 338 342 346 350 2354
m mosmikg

osmikg

cons. meth. ALTM  lab | cons. meth. ALTM  lab cons. meth. ALTM  lab cons. meth. ALTM  lab
mean || 315.0 317.5 315.0 321 mean || 341.5 343.0 342.0 344 mean || 299.0 300.4 299.0 300 mean || 334.0 334.2 334.0 331
sb 44 47| 44 SD 59 39 59 SD 44 29 44 SD 44 34 44
n 86 16 89 n 88 16 91 n 88 16 91 n 89 16 92
no 2 1 3 no 2 0 2 no 5 0 6 no 3 1 4
rec. 102% 101% 102% rec. 101% 100% 101% rec. 100% 100% 100% rec. 99% 99% | 99%
2023.4 E 2023.4 F
o]
] Jﬂh -
246 250 254 258 262 mzj“?h 270 274 278 282 2286
cons. meth. ALTM  lab cons. meth. ALTM  lab
mean mean || 266.0 265.8 266.0 266
SD . SD 30 36| 3.0
n 86 n 88 16 90
no 5 no 4 0 4
rec. 100% rec. 100% 100% |100%
Legend
DAdvance Instruments .Gonolec ||!Arkray | .Other methods
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Creatinine

units : umol/L

20 2023.4 cumulative
Trueness +0.25% +0.59%
Precision 1.5% 1.4%
Number 6 24
Outliers 0 1
Sigma-TE 45 4.2
Sigma-SA 51 @ 48 @
2 Score pi
; poogam | CBE | o=
g Regression line | 0.0 + 0.999.x 0.0 + 1.003.x
e Consensus group | Enzymatisch
Method | Roche enzymatic
Analyser | Roche cobas c702
Your factor | -2 + 0.970.x
Method factor | 0 + 0.999.x
— T
50 100 200 250
umol/L
2023.4 A 2023.4B 20234 C 2023.4 D
40: 32: “] ]
] 23: 40— 35
b 354 0]
25 20: z:: 25
15— 12: 15+ 15
o T u::l = o
cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean || 193.0 193.1 [192.4 194 263 263 261.8 263 mean || 144.0 144.5 144.0 141 mean || 240.0 240.7 238.7 236
sb 3.0 3.1 4 4 SD 30 28 SD 44 42
n 183 123 184 124 n 183 124 n 184 124
no 17 5 8 6 no 9 7 no 1 1
rec. 101% 100% 101% 100% 100% |100% rec. 98% 98% | 98% rec. 98% 98% | 99%
2023.4 E 20234 F
2]
16: ‘
OE:I |||‘!- =
=43 45 49 51 mﬁu 55 57 59 61 63
cons. meth. ref. lab cons. meth. ref. lab
mean 80.0 80.3 78.61 81 mean 52.0 524 5149 54
sD 3.0 2.2 SD 1.5 1.7
n 181 122 n 182 122
no 7 4 no 12 5
rec. 101% 101% 103% rec. 104% 103% 105%
Legend
D Roche enzymatic |! Siemens Atellica | |! Beckman Coulter AU enzymatic | |!Abbott enzymatic | |. Siemens Dimension enzymatic
| . Siemens Advia enzymatic . Abbott Jaffe . Siemens Advia Jaffe . Roche Jaffe | . Ortho

| . Beckman Coulter DxC enzymatic

. Beckman Coulter DxC Jaffe
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eGFR (F, 55, white)

units : mL/min/{1.73_m2} |

2023.4 cumulative
Trueness -0.71% -1.6%
Precision 2.0% 2.2%
Number 5 22
Outliers 0 0
Sigma-TE 4.4 4.9
o Sigma-SA 49 B 55 B
E
scorepiciogran | (BT | [EID
E Regression line | 0.0 + 0.985.x 0.0 +0.982.x
E
8
g Consensus group | CKD-EPI
° 7] Method | Roche CKD-EPI
9] Analyser | Roche cobas c702
o] Your factor | 0+ 1.000.x
i Method factor | 0 + 1.000.x
18]
T T T T T T T " T T T T 1 T
20 30 40 50 60 70 80 ) 100 110
mbL/min/{1.73_m2}
2023.4 A 2023.4 B 2023.4 C 2023.4D
e o "
o] ] . ]
2:: 0] 15 307
::: 20{ 10 20
E = QE = u: ===} =
cons. methj ref. lab | cons. meth: ref. lab cons. methj ref. lab cons. meth: ref. lab
mean 25.0 24.8 25 25 mean 17.0 17.0 17 17 mean 35.0 34.8 35 36 mean 19.0 189 19 19
sb 1.5 09 SD 0.7 07 SD 1.5 1.2 SD 08 08
n 135 90 n 135 90 n 134 90 n 135 90
no 2 2 no 2 2 no 6 5 no 1 0
rec. 100% 101% 100% rec. 100% 100% |100% rec. 103% 103% 103% rec. 100% 100% |100%
20234 E 20234 F
10-{ 20
o 16]
. g o
61 65 67 SZUMIAZ]“JHZ)B 80 84 88 92 QI;‘leRDYLM;’)A 108 112 116 2120
cons. meth. ref. lab cons. meth. ref. lab
mean 72.0 73 71 mean || 103.0 103.5 104 102
sD 37 38 SD 1.5 1.6
n 132 88 n 84 55
Excluded
S - I
rec. 99% 100% | 97% rec. 99% 98%
Legend
D Roche CKD-EPI | . Siemens Atellica CKD-EPI |! Beckman Coulter AU CKD-EPI | |! Siemens Advia 1800 CKD-EPI | |! Overigen CKD-EPI

[] Abbott ckp-EPI

| | . Siemens Dimension CKD-EPI

[CJoverigen MbrD

[ Avbott MDRD

[[JBeckman Couiter bxc MDRD
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Urea units : mmol/L
450 2023.4 cumulative
875 Trueness | +0.40% +0.39%
300_: Precision 2.0% 2.0%
A i Number 6 24
225 Outliers 0 0
150] Sigma-TE 60 B 60 B
Sigma-SA 4.7 4.3
g Score pictogram =l =N
13
§ Regression line | 0.00 + 1.007.x 0.00 + 1.006.x
o
5 Consensus group | Urease-GDLH en geleidbaarheid
Method | Roche
Analyser | Roche cobas c702
Your factor | 0.0 + 1.000.x
-3.00 Method factor | 0.0 + 1.000.x
-3A75—-
4.50—7 T T T T T T U
2 4 8 10 12 14 16 18 20
mmol/L.
2023.4 A 2023.4 B 2023.4C 2023.4D
= 27 ]
24

) VA BN NI N N P N i ] AR L N D R R S N S R R B RN AR R~ N SE RS RA RN R]
cons. meth. ALTM  lab | cons. meth. ALTM  lab cons. meth. ALTM  lab cons. meth. ALTM  lab
mean || 13.90 13.79 [13.90 14.2 mean 18.7 18.6 18.7 18.6 mean || 10.40 10.34 |10.40 10.2 mean || 17.20 17.04 |17.20 17.6
SD 0.44 034 044 SD 06 05| 06 SD 0.30 0.26 | 0.30 SD 0.44 042 044
n 186 124 | 186 n 187 124 | 187 n 186 124 | 186 n 187 124 | 187
no 3 3 3 no 6 3 6 no 8 3 8 no 3 2 3
rec. 102% 103% 102% rec. 99% 100% | 99% rec. 98% 99% | 98% rec. 102% 103% 102%
20234 E 20234 F
-] A -]
45 “j
20 205
5-:I = = =
<38 40 42 44 46 miﬁu 50 52 54 56 58 34 36 38 m:.a?/L 42 44 46 48 250
cons. meth. ALTM  lab cons. meth. ALTM  lab
mean 4.70 470 4.7 mean 4.00 3.9
SD 0.15 0.15 SD 0.15
n 183 183 n 184
no 17 17 no 11
rec. 100% 100% rec. 97%
Legend
D Roche | . Siemens Atellica . Beckman Coulter AU | D Abbott | . Siemens Advia
|! Siemens Dimension | | . Beckman Coulter DxC D Ortho
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Calcium units : mmol/L
2023.4 cumulative
Trueness -0.24% +0.19%
Precision 1.0% 1.5%
Number 6 25
Outliers 0 0
Sigma-TE 1.6 1.4
004 Sigma-SA 41l 39
2 Score pictogram =l [
2 Regression line | 0.000 + 0.996.x 0.000 + 1.002.x
o
£ Consensus group | Colorimetrie en ISE
Method | Roche
Analyser | Roche cobas c702
Your factor | 0.00 + 1.000.x
Method factor | 0.01 + 0.999.x

T T T T T T T T
1.6 1.8 20 22 24 26 28 3.0 3.2 3.4

2023.4 A 2023.4 B 20234 C 2023.4D

1 im| ]
cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean || 2.220 2.214 | 2.20 2.25 mean | 1.690 1.676 | 1.67 1.66 mean || 2.570 2.578 | 2.57 2.56 mean || 1.870 1.854 | 1.85 1.87
sb 0.044 0.034 SD 0.044 0.028 SD 0.044 0.036 SD 0.044 0.035
n 187 124 n 186 122 n 187 124 n 187 124
no 2 2 no 7 3 no 4 3 no 6 1
rec. 101% 102% 102% rec. 98% 99% | 99% rec. 100% 99% 100% rec. 100% 101% 101%
2023.4 E 20234 F
32 26
28 24
) Kl
<212 218 222 226 2.32"'0”2[.34 238 242 246 250 <2.94 3.03 309 3.15 3.2'1"‘“”3L.27 333 339 345 351
cons. meth. ref. lab cons. meth. ref. lab
mean 2.35 2.32 3.270 3.289 | 3.28 3.24
sD 0.074 0.050
n 185 122
no 3 2
rec. 99% . 99% 99% | 99%
Legend
DRoche |.Siemens Atellica |.Beckman Coulter AU .Abbott | .SiemensAdvia

. Siemens Dimension | | . Beckman Coulter DxC | . Ortho
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Corrected Calcium units : mmol/L
0.24 2023.4 cumulative
0_20_- Trueness -0.77% +0.29%
1 Precision 0.80% 1.6%
] Number 6 25
0.12- Outliers 0 0
008 . o Sigma-TE 1.9 16
000 5 & Sigma-SA 4.6 4.4
3 _—J_é;n o U _ Score pictogram =l [ =3
E 0. et : f
% 0.00 5 0 *E[;%_' = Regression line | 0.00 + 0.994.x 0.00 + 1.004.x
5004 o o Consensus group | Roche BCP tCa+0,0174*(38-[ALB])
-0.08 Method | Roche BCP tCa+0,0174*(38-[ALB])
o 12_' Analyser | Roche cobas c702
E Your factor | 0.00 + 1.000.x
0187 Method factor | 0.00 + 1.000.x
-0.20—
-0'24_| T T T T T T T T T
0.9 1.2 1.5 1.8 2.1 m2‘olv1L 2.7 3.0 3.3 3.6
2023.4 A 2023.4 B 2023.4 C 2023.4D

114 120 126 132 1.38 144 150 1.56 1.62 168 1.74
mmollL

4 1l
.

084 090 096 102 108 114 120 126 1.32 1.38 1.44
mmollL

176 180 1.84 1.88 1.92 1.96 200 204 208 212 216 226 230 234 238 242 246 250 254 258 262 266
mmollL mmollL

cons. meth. ALTM  lab | cons. meth. ALTM  lab cons. meth. ALTM  lab cons. meth. ALTM  lab
mean 1.93 193 1.99 1.94 1.184 1.184 1.265 1.15 mean 244 244 | 247 244 mean || 1.438 1.438 [1.520 1.42
sb 0.03 0.03 | 0.07 0.034 0.034 0.148 SD 0.02 0.02 0.04 SD 0.032 0.032 |0.119
n 12 12 90 12 12 90 n 12 12 92 n 12 12 90
no 0 0 0 0 0 0 no 0 0 0 no 0 0 1
rec. 100% 100% | 97% 97% 97%  91% rec. 100% 100% | 99% rec. 99% 99% @ 93%
2023.4 E 2023.4 F

]
<2.04 210 214 218 222 ”21.26 230 234 238 242 <3.12 321 327 333 339 Iﬁ.‘lﬁ 351 357 363 3.69
cons. meth. ALTM  lab cons. meth. ALTM  lab
mean 2.30 2.26 mean 3.44 3.42
SD 0.06 SD 0.07
n 85 n 93
no 2 no 4
rec. 98% rec. 99%
Legend

oche tCa+0,017: - er formule (spec. method/formule at rema. oche tCa+0, - iemens tCa+0,01 -| eckman tCa+0, -|
Roche BCP tCa+0,0174*(38-/ALB]) Other formule ( thod/formule at rema.) Roche BCG tCa+0,02*(40-[ALB]) Si BCP tCa+0,011*(38-[ALB]) Beckman BCG tCa+0,02*(42-[Alb])

[CJroche BCP tca+0,012*(40-{ALB]) [ Avbott BCP tCa+0,02*(40-[Alb])
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Magnesium

0.28—
0.24—
0.20—-
0.16—-

0.12—

g
L

Difference mmol/L
o
®

units : mmol/L
2023.4 cumulative

Trueness +2.4% +3.3%

Precision 1.7% 2.4%

Number 6 24

Outliers 0
Sigma-TE 1.8 0.9
Sigma-SA 36 W 5 [l

Score pictogram
Regression line

0.000 + 1.035.x

0.000 + 1.026.x

Consensus group

Colorimetrisch

Method | Roche
oo Analyser | Roche cobas c702
-0.08 Your factor | 0.00 + 1.000.x
_012_' Method factor | 0.00 + 1.001.x
-0.16—
r— 1 ' 1 T T 1 T 1 T T 1 T
0.4 0.6 0.8 1.0 1.2 mt‘vtl_ 1.6 1.8 2.0 2.2
2023.4 A 2023.4B 20234 C 2023.4 D
324 N 50 45
28~ 47 45-] w0
] ] 351 ]
20 0] 20 37
16 25{ 25 *7]
12| 207 207 ]
= 0E:l = ) u:=| [ = == o: = =
cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean || 1.120 1.129 [1.102 1.11 mean || 0.640 0.637 |0.621 0.65 mean || 1.460 1.467 [1.438 1.44 mean || 0.800 0.801 |0.781 0.80
sb 0.030 0.022 SD 0.015 0.016 SD 0.030 0.025 SD 0.015 0.016
n 177 120 n 179 121 n 177 120 n 178 120
no 3 1 no 6 2 no 9 4 no 8 2
rec. 99% 98% [101% rec. 102% 102% 105% rec. 99% 98% 100% rec. 100% 100% 102%
2023.4 E 20234 F
32+
D::I = =
<0.76 079 081 0.83 0.8"5“"0‘2.87 0.89 091 093 095 <1.92 1.98 202 206 2.1'EMDI/ZL.14 218 222 226 230
cons. meth. ref. lab cons. meth. ref. lab
mean || 0.870 0.874 0.859 0.88 mean || 2.120 2.138 |2.080 2.16
sD 0.015 SD 0.089 0.060
n 174 n 176 118
no 17 no 5 5
rec. 101% 102% rec. 102% 101% 104%
Legend
D Roche | . Siemens Atellica |. Beckman Coulter AU .Abbott | . Siemens Advia
|! Beckman Coulter DxC | |. Siemens Dimension |.0rtho
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Inorg. Phosphate units : mmol/L
0.24— 2023.4 cumulative
0,20_- Trueness -0.55% -0.81%
. 16_' Precision 2.4% 2.0%
‘ Number 6 24
1] Outliers 0 0
0.08- Sigma-TE 49 @ 49 B
1 Sigma-SA 43 4.2
0.04 o
< o Score pictogram —Joj- —joj-
13 O
5 0] E—L — {2l Regression line | 0.000 + 0.997.x 0.000 + 0.993.x
ém- 0 o o -
| o o Consensus group | Zonder en met reductie
-0.08 0 Method | Roche
o 12_' Analyser | Roche cobas c702
o Your factor | 0.00 + 1.000.x
-0.16 Method factor | 0.00 + 1.001.x
-0.20—
-0.24 T T T T T T T T T T
0.8 1.0 1.2 1.4 1GMVL1.8 2.0 22 24 2.6
2023.4 A 2023.4B 2023.4 C 2023.4 D
36-] ” 45 32-]
324 2 40— 28+
28— 21 35 24+
20 15 25
124 9 154 12
D::I = o -:I = o)
<1.74 180 1.84 1.88 I.I92I|.I96I2.:10I2.04 208 212 £2.32 238 242 246 250 254 258 262 266 270 <1.34 140 144 148 152 156 1.60 164 168 1.72 214 218 222 226 230 234 238 242 246 250 254
cons. meth. ALTM lab | cons. meth. ALTM lab cons. meth. ALTM lab cons. meth. ALTM lab
mean || 1.950 1.944 1.950 1.89 mean || 2.530 2.524 |2.530 2.58 mean || 1.550 1.545 1.550 1.50 mean || 2.340 2.328 2.340 2.34
SD 0.044 0.037 10.044 SD 0.059 0.044 0.059 SD 0.030 0.028 0.030 SD 0.044 0.042 0.044
n 186 123 | 186 n 186 123 | 186 n 186 123 | 186 n 187 123 | 187
no 5 2 5 no 4 2 4 no 10 4 10 no 3 0 3
rec. 97% 97%  97% rec. 102% 102% 102% rec. 97% 97%  97% rec. 100% 101% 100%
20234 E 20234 F
0]
oE:I- Em e
<0.90 0.93 095 0.97 0.9’;9““0”11.01 1.03 1.05 1.07 1.09 <0.69 072 074 0.76 0'7.Em|/0[80 082 084 086 088
cons. meth. ALTM lab cons. meth. ALTM lab
mean || 1.010 1.006 1.010 1.01 mean || 0.790 0.789 0.790 0.79
SD 0.030 0.022 0.030 SD 0.015 0.017 0.015
n 182 182 n 185 185
no 9 9 no 20 20
rec. 100% 100% rec. 100% 100%
Legend
DRoche |.Siemens Atellica .Beckman Coulter AU |DAbbott | .SiemensAdvia

. Siemens Dimension | | . Beckman Coulter DxC D Ortho
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Ammonia units :  umol/L
60 2023.4 cumulative
50| Trueness -1.8% -1.3%
1 Precision 4.9% 4.0%
40
] Number 6 24
30 Outliers 0 0
20 Sigma-TE 3.8 3.9
1 Sigma-SA 3s W 39 [
2 Score pi
; poogam | S| | S
g Regression line | 0 +0.975.x 0 + 0.985.x
e Consensus group | Enzymatisch
Method | Roche
Analyser | Roche cobas c501, c502
Your factor | 0+ 1.000.x
Method factor | 0 + 1.000.x
umol/L
20234 A 2023.4 B 20234 C 2023.4D
32 30- 24
28— 21
24 18 18]
12-] @ ] 9
o] i : o o]
R A R B R B A B A~ A R R RS R R o = J o] o = TIAT I

200 210 220 230 240 250 260 270 280 290 2300
ol

<148 156 164 172 180 188 196
umalL

204 212 220 2228

<225 235 245 255 265 275 285 295 305 315 2325
umalll

TIZST
176 184 192 200 208 216 224
umollL

232 240 248 2256

cons. meth. ALTM  lab | cons. meth. ALTM  lab cons. meth. ALTM  lab cons. meth. ALTM  lab
mean 250 252 | 250 253 190 191 190 196 mean 283 285 | 282 282 mean 214 215 214 214
sD 7 5 7 6 5 6 SD 10 8 10 SD 7 6 7
n 110 82| 114 110 82| 115 n 110 82| 114 n 110 82| 115
no 17 1 17 15 3 17 no 10 4 11 no 10 1 11
rec. 101% 101% 101% 103% 103% 103% rec. 100% 99% 100% rec. 100% 99% 100%
2023.4 E 2023.4 F
32+ 27 ﬁ
] 18
12+ o
) | B | H
85 91 97 103 1‘6?1‘”'1115 121 127 133 139 <240.0 262.5 285.0 30'7;3':”l T 33:\{0' I35I2.5I 375.0 2390.0
cons. meth. ALTM  lab cons. meth. ALTM  lab
mean 111 109 mean 322 296
SD 4 SD 13
n 110 n 113
no 14 no 12
rec. 98% rec. 92%
Legend
D Roche |! Siemens Atellica | | .Abbotl |! Beckman Coulter AU | . Other methods
|! Siemens Advia 1800 | . Ortho | . Beckman Coulter DxC
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Urate units :  umol/L
2023.4 cumulative

Trueness -2.9% -1.7%
Precision 1.9% 3.0%

Number 6 24

Outliers 0 0
Sigma-TE 60 B 60 B
Sigma-SA 3.8 3.9

Score pictogram

Regression line | 0+ 0.971.x

0 +0.984.x

Difference umol/L

Consensus group | Uricase-colorimetrie en differentiéle UV
Method | Roche
Analyser | Roche cobas c702

Your factor | 0
Method factor | 0

T T T T T T T T T T T T T T T
150 200 250 300 350 400 450 500 550 600

+1.000.x
+1.000.x

2023.4 A 2023.4 B 20234 C

2023.4D

[AAALAA AAAY A AN W RS A RS A P s M s B A S AL AR LAY A RN A E Sl LS LA S A AR A A ) A AN~ S A LA LA L R L L]
cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean 320 318 | 321 320 200 197 | 202 200 mean 400 400 | 404 380 mean 240 237 | 242 230
sb 15 7 4 5 SD 15 9 SD 6 5
n 179 118 180 118 n 179 118 n 180 118
no 3 3 8 4 no 4 3 no 7 2
rec. 100% 101% 100% 100% 102% | 99% rec. 95% 95% | 94% rec. 96% 97% @ 95%
2023.4 E 20234 F
<515 526 535 545 555 uﬁﬁ 575 585 595 605 2615
ref. lab cons. meth. ref. lab
mean 337 330 mean 563 550
SD Sb
n n
no no
rec. 98% rec. 98%
Legend
DRoche |.Siemens Atellica |.Beckman Coulter AU .Abbott | .SiemensAdvia

. Beckman Coulter DxC | | . Siemens Dimension | . Ortho
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Total Protein units : g/L
2023.4 cumulative
Trueness -2.8% -2.8%
Precision 0.86% 1.6%
Number 6 24
Outliers 0 0
Sigma-TE 1.3 1.3
Sigma-SA 31 30 [
] Score pictogram =200 ==0[]
g Regression line | 0.0 + 0.972.x 0.0 + 0.972.x
2
Consensus group | Biureet
Method | Roche
Analyser | Roche cobas c702
Your factor | 0+ 1.000.x
Method factor | 0+ 1.001.x

45 50 55 60 65 ; 70 75 80 85 90
glL
2023.4 A 2023.4B 20234 C 2023.4 D
40 354 45: 35
35 30: 404 30
30 1 357
251 *] 30 ]
e e "
- "
5-:I 5j:l = = Z: = = Z: = = =
<62 64 66 68 70 72 80 82 <73 75 7 79 81 83 85 87 89 91 293 54 56 58 60 62 64 66 68 70 72 274 70 72 74 76 78 80 82 84 86 88 90
cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean 720 722 740 72 mean 84.0 836 86.1 83 mean 64.0 64.3 656 63 mean 80.0 79.8 | 821 80
sD 15 1.2 SD 1.5 14 SD 15 141 SD 1.5 13
n 180 118 n 182 119 n 181 119 n 182 119
no 8 2 no 4 2 no 3 3 no 3 0
rec. 100% 100% | 97% rec. 99% 99% | 96% rec. 98% 98% | 96% rec. 100% 100% | 97%
20234 E 2023.4 F
68.0 67.5
15 1.2
178 117
2 2
100% 101% 97%
Legend
D Roche | . Siemens Atellica | . Beckman Coulter AU . Abbott | . Siemens Advia

. Siemens Dimension | | . Beckman Coulter DxC | . Ortho
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Difference g/L

Albumin units : g/L
2023.4 cumulative
Trueness -0.11% -2.4%
Precision 2.0% 2.4%
Number 6 25
Outliers 0 0
Sigma-TE 1.3 0.8
Sigma-SA 3s W 33 [l

Score pictogram
Regression line

-4.5 + 1.090.x

-3.7 + 1.057 .x

Consensus group

Broomkresolpurper

Method | Roche Bromocresol purper
Analyser | Roche cobas c702

Your factor | 0+ 1.000.x

Method factor | 0 + 0.995.x
T T T T T T T T T T T T T
20 25 30 35 40 45 50 55 60 65 70

glL
20234 A 2023.4 B 20234 C 2023.4D

”:-me

<43 45 47 49 51

57 59

61 63 <57 59

T T T s o T T il

cons. meth. exp. lab | cons. meth. exp. lab cons. meth. exp. lab cons. meth. exp. lab
mean 54.0 54.0| 54.3 56 67.0 67.0 66.6 67 mean 450 45.2 | 457 45 mean 63.0 626 625 64
sb 1.5 1.5 1.5 20 SD 1.5 1.0 SD 1.5 1.6
n 96 64 96 64 n 95 64 n 96 64
no 0 0 1 1 no 2 2 no 1 0
rec. 104% 104% 103% 100% 100% 101% rec. 100% 100% | 98% rec. 102% 102% 102%
2023.4 E 20234 F

102%

Legend

102%

D Roche Bromocresol purper

| . Siemens Advia Bromocresol purper

| . Abbott Broomkresolpurper

. Roche Bromocresol green
[ siemens Ateliica Broomkresolgroen

D Ortho Broomkresolgroen

| . Siemens Atellica Broomkresolpurper

. Abbott Bromo cresol green

. Beckman Coulter AU Bromocresol green

| . Siemens Dimension Bromocresol purper

| . Beckman Coulter AU Bromocresol purper

. Beckman Coulter AU Immunochemical

. Siemens Advia Bromo kresol green

| . Beckman Coulter DxC Bromocresol purper

D Beckman Coulter DxC Bromocresol green




skml

Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

CK units : U/L
2023.4 cumulative
Trueness +2.9% +1.7%
Precision 0.78% 1.6%
Number 6 24
Outliers 0 0
Sigma-TE 60 B 60 B
Sigma-SA 5.0 5.8
. score pictogrem | [DEET | [DEET
g Regression line | 0 + 1.028.x 0+1.017.x
° Consensus group | IFCC traceerbaar
Method | Roche IFCC traceable
Analyser | Roche cobas c702
Your factor | 0+ 1.000.x
Method factor | 0 + 0.996.x
204 T T T T T T T T T T T T T T T
50 100 150 200 250 o 300 350 400 450 500
2023.4 A 2023.4B 2023.4 C 2023.4 D

<280 288 206 304 312 320 328 336 344 352 360 <390 400 410 420 430 440 450 460 470 480 2490
UL uL

cons. meth. ref. lab meth. ref.

<206 212 218 224 230

236 242 248 254 260 <350 360 370 380 390 400 410 420 430 440 450
UL uL

| cons. lab cons. meth. ref. lab cons. meth. ref. lab
mean 318 318 |317.7 322 mean 440 438 436.6 449 mean 235 235 /234.9 239 mean 400 398 397.0 411
sb 7 7 SD 12 10 SD 6 5 SD 12 9
n 182 121 n 183 121 n 182 121 n 183 121
no 14 2 no 17 5 no 15 5 no 1 4
rec. 101% 101% 101% rec. 102% 102% 103% rec. 102% 102% |102% rec. 103% 103% 104%
20234 E 20234 F

<102 106 110 114 118 122 126 130 134 138 142
U

oL

cons. meth. ref. lab cons. meth. ref. lab
mean || 125.0 125.6 [123.3 130 mean 780 779| 764 80
sD 3.0 2.7 SD 3.0 1.7
n 179 119 n 181 119
no 14 6 no 9 3
rec. 104% 104% 105% rec. 103% 103% 105%
Legend

D Roche IFCC traceable . Siemens Atellica IFCC traceable

| |. Beckman Coulter AU IFCC traceable

| [CJAvbott IFCC traceable

. Siemens Advia IFCC traceable

[CJortho IFCC traceable

| . Beckman Coulter DxC not-IFCC traceable

|. Siemens Dimension IFCC traceable

| . Beckman Coulter DxC IFCC traceable
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Difference U/L

LD units : U/L
2023.4 cumulative
Trueness +2.6% +0.70%
Precision 2.7% 3.2%
Number 6 24
Outliers 0 0
Sigma-TE 3.0 3.0
Sigma-SA 51 B 50 B

Score pictogram
Regression line

0+1.031.x

0 +1.005.x

Consensus group

IFCC traceerbaar

Method | Roche IFCC traceable
Analyser | Roche cobas c702
Your factor | 0+ 1.000.x
Method factor | 0 +0.992.x
T 1 "~ T ' T ' T " T " T ' T ' T ' 1 T T T
0 100 200 300 400 500 UILGOO 700 800 900 1000 1100
2023.4 A 2023.4B 2023.4 C 2023.4 D

32 40 45
28 35+ 40

|

<365 375 385 305 405 415 425 435 445 455 2465
o

cons.

<94 98 102 106 110 114
uL

meth. ref. lab cons. meth.

=

118 122 126 130 2134 <530 550 570 590 610

ref. lab

=
180 188 196 204 212 220 228 236 244 252 2260
UL

630 650 670 690 710 2730
UL

cons. meth. ref. lab cons. meth. ref. lab
mean 431 435 427.9 446 117 117 [118.1 118 mean 642 644 643.8 643 mean 224 2251|2214 223
sb 15 13 4 4 SD 22 19 SD 6 6
n 186 124 187 124 n 186 124 n 187 124
no 7 3 13 3 no 7 2 no 1 4
rec. 103% 103% |104% 101% 101% 100% rec. 100% 100% 100% rec. 100% 99% 101%
2023.4 E 20234 F

m|

<820 860 900 940 980 13/%0 1080 1140 1200

cons. meth. ref. lab cons. meth. ref. lab
mean 156 156 155.2 159 mean || 1050 1064 1056.8 1100
SD 6 5 SD 62 56
n 182 121 n 184 122
no 9 4 no 4 2
rec. 102% 102% 102% rec. 105% 103% 104%
Legend

[CJroche IFCC traceable

| . Siemens Atellica IFCC traceable

. Beckman Coulter AU IFCC traceable

| | [CJAvbott IFCC traceable

| . Siemens Advia IFCC traceable

. Overigen IFCC traceable

| | [ ortho IFCC traceable

. Beckman Coulter AU not-IFCC traceable

| . Siemens Dimension IFCC traceable

| . Beckman Coulter DxC IFCC traceable
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

ASAT units :  U/L
2023.4 cumulative
Trueness +2.8% +3.4%
Precision 1.3% 3.0%
Number 6 24
Outliers 0 0
Sigma-TE 4«1 @l 390 [
Sigma-SA 41 3.8
. score pictogrem | [ | (RS
g Regression line | -2.0 + 1.054.x -1.9 + 1.060.x
° Consensus group | IFCC traceerbaar
Method | Roche IFCC traceable
Analyser | Roche cobas c702
Your factor | 0+ 1.000.x
Method factor | 0 + 1.002.x
15 30 45 60 '75"E;O"1(I35"1I20"11I35"150'
uiL
2023.4 A 2023.4B 2023.4 C 2023.4 D
] 32{ 35~ 357
35 *] 7 ]
30 z‘j 25+ 25
20 6] 1o 15
10: s{ 10 104
B R

<86 90 94

98 102 106 110 114 118 122 126
UL

<128 132 136 140 144 148
uL

152 156 160 164 168 <68 70 72 74 76

78 80 82 84 86 288
oL

114 118 122 126 130 134 138 142 146 150 154
uL

cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean || 108.0 108.5 |104.1 108 151.0 151.3 (1451 152 mean 78.0 779 | 755 78 mean || 137.0 137.4 |131.4 135
sb 30 24 44 3.2 SD 3.0 1.9 SD 30 25
n 186 124 187 124 n 185 123 n 187 124
no 3 2 4 4 no 4 3 no 10 3
rec. 100% 100% |104% 101% 100% 105% rec. 100% 100% 103% rec. 99% 98% 103%
2023.4 E 20234 F
20]
0-8 910=j 14 28
cons. meth. ref. lab
mean 20.0 199 209 21
sD 1.5 15
n 185 122
no 4 3
rec. 105% 106% 100%

Legend

[CJroche IFCC traceable

| . Siemens Atellica IFCC traceable

. Beckman Coulter AU IFCC traceable

jL &

bbott IFCC traceable

. Siemens Advia IFCC traceable

.Siemens Dimension IFCC traceable

| | [[Jortho IFcc traceable

. Beckman Coulter AU not-IFCC traceable

| . Beckman Coulter DxC IFCC traceable
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

ALAT units :  U/L
2023.4 cumulative
Trueness +3.6% +3.7%
Precision 1.7% 2.6%
Number 6 24
Outliers 0 0
Sigma-TE 60 B 60 B
Sigma-SA 5.7 54
. score pictogrem | [ | (D
g Regression line | 0.0 + 1.036.x 0.0 + 1.037.x
° Consensus group | IFCC traceerbaar
Method | Roche IFCC traceable
Analyser | Roche cobas c702
Your factor | 0+ 1.000.x
Method factor | 0 + 1.005.x

L L s S S S Sy E S B SO S S S S S B B B BN R R
0 15 30 45 60 75 20 105 120 135 150

2023.4 A 2023.4 B 20234 C 2023.4D

ISR SRE ROURE R RS~ S R R RN a| rwwwwww‘wm LA NN S R N R =~ R R RS R RS RS B
cons. meth. ref. lab | cons. meth. ref. lab cons. meth. ref. lab cons. meth. ref. lab
mean || 103.0 102.9 |100.2 103 145 145 140.9 146 mean 740 731,719 73 mean 131 131 /127.3 133
sD 44 31 6 5 SD 44 29 SD 6 4
n 189 124 191 125 n 190 125 n 191 125
no 14 4 18 6 no 10 5 no 12 4
rec. 100% 100% |103% 101% 101% 104% rec. 99% 100% 102% rec. 102% 102% 104%
20234 E 20234 F
17.0
1.5
187 189
12
111% . 106%
Legend
D Roche IFCC traceable | . Siemens Atellica IFCC traceable | . Beckman Coulter AU IFCC traceable |! Abbott IFCC traceable | | . Siemens Advia IFCC traceable

[l siemens Dimension IFCC traceable | | [[Jortho IFcc traceable | [ overigen IFCC traceable [ eckman Gouter AU notIFGc traceatle | I ectman couter Dxc IFCC traceable
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Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Difference U/L

Alk. Phosphatase units : U/L
2023.4 cumulative
Trueness +0.35% +0.93%
Precision 0.44% 1.6%
Number 6 24
Outliers 0 0
Sigma-TE 6.0 6.0
Sigma-SA 60 B 60 B

Score pictogram
Regression line

0 +1.004.x

0 +1.008.x

Consensus group

IFCC traceerbaar

Method | Roche IFCC traceable
Analyser | Roche cobas c702

Your factor | 0+ 1.000.x

Method factor | 0+ 1.013.x
T T T T T T T T T T T T
0 50 100 150 200 250 300 350 400
uiL
20234 A 2023.4 B 20234 C 2023.4D

N =

<236 244 252 260 268 276 284 292 300 308 316 3525  375.0
L

cons. meth. ref. lab | cons.

397.5 465.0 2480.0

uL

4200 4425

meth. ref. lab

164 172 180 188 196 204 212 220 228 236 2244
L

=

<2850 3075  330.0 397.5

3525 375.0
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Gamma-GT units :  U/L
30 2023.4 cumulative
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Precision 2.5% 1.8%
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Bilirubin units :  umol/L
2023.4 cumulative
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Bilirubin direct units :  umol/L
12+ 2023.4 cumulative
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Amylase units :  U/L
- 2023.4 cumulative
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I Lipase units : U/L
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Time plots
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Calcium mmol/L
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Magnesium mmol/L
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Urea mmol/L
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Glucose mmol/L
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Albumin g/L |

External

35
3.0
25
2.0
15
1.0
0.5°
0.0-
-0.5
1.0
15
20
25
3.0
35 T T 1

1-1-2023 152023 1-9-2023 11-2024

Difference [SDsa]

Bilirubin umol/L |

External

35
30
25
20
15
10
05
00
05
1.0
1.5
-2.0°
-2.5°
3.0
357 T T 1

112023 152028 192023 112024

Difference [SDsa]

Bilirubin direct umolll

External

3.5
3.0

Difference [SDsa]




skml

Stichting Kwaliteitsbewaking
Medische Laboratoriumdiagnostiek

Alk. Phosphatase U/L
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LD u/L
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Amylase uU/L
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Ammonia umol/L
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